20

AT1G30040=AtGA20x2 QPlTllNlls ENPTERPNPN BTSH- ----- ---------- --SHPNUNNEA ----- Be- - -
AT2G34555=AtGA20x3 EBsSNEN VNPKCKPRPM B--------- ---------- ---HPNNBET ----- Bs- - -
AT1G78440=AtGA20x1 PK SCES------ ---------- --DirPNEBvVS - ---- Be- - -
0sGA20x3 M- - - - - NNIEA cPPANBHEPE ER- - - sPBPc BDMES------ ---------- --cNMPNNBEG ----- SP- - - BA
OsGA20x1 M- - - - -MMPS ATTR- - AROE TMMAAAPPAA AASGEMMI---- ------GGGG GMTHMATMBMS - - - -- AE- - R GANMARQNATA 56
0sGA20x2 M- - - - - lMIPA AAAPECGRRE - - - AAA- - AA AAANIBC---- ------BRGR cENMMPTMBMS - - - - - APAGR GEESRQMARA 55

AT1G47990=AtGA20x4 M- - - - -MKGS ---------0 KHOMAMBGB- - ---------- ---------- ---HPHElBVMS - ---- CE- -B
AT1G02400=AtGA20x6 M- - - - - MEPS STPEQTTGKK THSSPEMN- - ---------- ---------- ---EPNNBES - - - - - EN-BR s
0sGAZox5 GHVEA- - - - E QUCRABVURA
0sGA20x6 KACAGAMARA 76

RETRGGAGER
BGAEEER ERCREANARA 68
||c=|QM|AA 66

R
NBUSElrFESE

SESNTNTSTH

AT4G21200=AtGA20x8
AT1G50960=AtGA20x7

| |
UTNBENPPAT

AT5G58660=AtGA20x9 MS- - - - IISE'S
AT3G47190=AtGA20x10 MS- - - - NSES EvSERSTETG --BBRS---- ---------K DUBNPUNBVE HEB- - - - - - -
Consensus M- - - - - VVXS QPPL--XXRX LIVA--PRPD --SX-=----- ——------—— -—-IPVIDLS ----- XX--R -ECKEQIVKA
100%
conservatlog%‘ L H’_\r—\ﬂ r—\ﬂﬂr—\ P i e e O i (Tl = VoY i = r—\r—\mﬂﬂﬂﬂﬂﬂﬂ ol oom r—\’_‘ mﬁﬂﬂﬂﬂﬂﬂ’_\‘ ‘
1?0 1?0 160
AT1G30040=AtGA20x2 NHAGURPE- - B VTREEQEANG PMGNMGNERNG PNG- - - - - - - 112
AT2G34555=AtGA20x3 NHGNMRPE- - B PEcNGTKREG PNG------- 108
AT1G78440=AtGA20x1 NHGMSAE- - PECNMGNSKNG BNG- - - - - - - 98
0sGA20x3 NHGMATH- - T PECNGSKREG ENG----- - - 109
0sGA20x1 GHGNMPAAARPN PEGNGCRSHG EBNG------- M 122
0sGA20x2 NHGMPPR- - M PHEGNGSRESHG ANG------ - 119
AT1G47990=AtGA20x4 NHGMBQT- - T ERN 99
AT1G02400=AtGA20x6 NHGMKPE- - | 108
0sGA20x5 NHGMPQA- - B A 132
0sGA20x6 NIGIGII 141

AT4G21200=AtGA20x8
AT1G50960=AtGA20x7

SERHESWSE
SHRQESWSEA 134

SPAQNSWISEA 134

z

=

[

| |

[}
=
o om
--

AT5G58660=AtGA20x9 NHGMPEA- - WSEs W 128
AT3G47190=AtGA20x10 NTGHPHET- - l MSQUKENTE'S SENMWGTHTMS 125
Consensus CEEWGFFKVX NHGVPPX--L MSRLEQEAIX FFSLPFSEKX RAGG---SP- PYGYGTPSIG ---DLGWLEY
100%
conservaton. (o] [ [T I I I
onservatiot, Hﬂﬂﬂ H nils Hﬂr\r\ 0_aeodfallmas ﬂﬂrﬂﬂﬂﬂﬂ e OeeAecenne OO0 e[ o ln i

AT1G30040=AtGA20x2 ENANPQEHS 180

AT2G34555=AtGA20x3 (] Es 176
AT1G78440=AtGA20ox1 HEMNANHBSG EsKENSBoNT 166
0sGA20x3 - EsABNTAEGS 174
0sGA20x1 ISIITTNAIS 190
OsGA20x2 187

AT1G47990=AtGA20x4 157

AT1G02400=AtGA20x6 Q- 176
0sGA20x5 GAGIGITMIT 189
0sGA20x6 GRGGGGASAA 209

AT4G21200=AtGA20x8
AT1G50960=AtGA20x7
AT5G58660=AtGA20x9

AT3G47190=AtGA20x10 lNlPlASlSl

Consensus LLLPANPXSV

100%
Conservation

o IOO005-=

191
192
203
191

E [ |
EEEANNETES EEEScBoRMG

VLEXLAEGLG XE----PXSS LSXLXTDXES

RSFRAAVEEY

I XAVXRLAXX

r—w—ﬂﬂr—ﬂﬂﬂﬂﬂ W—\ﬂﬂﬂﬂﬂﬂr—w—\ HHHHHHHHH!—\ 1 P o N e !_\ﬂr—ﬂr—w—w—w—ﬂﬂ

280 300 320

| ]
HTEPQENSYE RSNN- - TAGHEH QNCMRBGS- - 232
BP | fe [4°]

AT1G30040=AtGA20x2

AT2G34555=AtGA20x3 P ----EKEETP WKE- - - ---- ---------- -- S EsNB- - TEcE 227
AT1G78440=AtGA2ox1 B P PCPESNKRTN GGK------- ---------- ---NM S ESNN- - Tscll 222
0sGA20x3 P Pc---RaABQc BGC- - ----- -------..- - - SMTGEGE S RiSNG- - TsGH 227
0sGA20x1 P STRASNGGNE MAGG..G.G. s VEGE 266
0sGA20x2 P PSCAAAAGBH ---------- ----KscecP APTAANGEGE S 251
AT1G47990=AtGA20x4 P PSBOEEG- - - ---------- - - EANESBQs NsETRVGEGE i 217
AT1G02400=AtGA20x6 P PAPNAESG-- ---------- - .-... - - NcolGEGE o 227
0sGA20x5 P PCAMAM- - G- - -----cme oo ----GEclick m 239
0sGA20x6 P ACPEAA--B- ---------- .. o TIGIIP ] 257
AT4G21200=AtGA20x8 P PCPRPS--E- ---------- -----oo--. - i 239
AT1G50960=AtGA20x7 H PSMEGs--B- ---------- ---------- -- o 240
AT5G58660=AtGA20x9 P QSSEEAARE- ---------- ---------- - - - - AllGMEN s 253
AT3G47190=AtGA20x10 P QCTESP---- ---------c o o GHEA NQBEB- - Mccll 236

Consensus DSXLRLNHYP PCP-AA--E- —------o-n —oommommo o ----VIGFGE HTDPQILSVL RSND--VGGL QI-LKDGX--

100%
conservaton. ey TR Pt e R o




AT1G30040=AtGA20x2
AT2G34555=AtGA20x3
AT1G78440=AtGA20x1
OsGA20x3

OsGA20x1

OsGA20x2
AT1G47990=AtGA20x4
AT1G02400=AtGA20x6
OsGA20x5

OsGA20x6
AT4G21200=AtGA20x8
AT1G50960=AtGA20x7
AT5G58660=AtGA20x9
AT3G47190=AtGA20x10

Consensus
100%

Conservation
0%

AT1G30040=AtGA20x2
AT2G34555=AtGA20x3
AT1G78440=AtGA20x1
OsGA20x3

OsGA2ox1

OsGA20x2
AT1G47990=AtCA20x4
AT1G02400=AtGA20x6
OsGA20x5

OsGA20x6
AT4G21200=AtGA20x8
AT1G50960=AtGA20x7
AT5G58660=AtGA20x9
AT3G47190=AtGA20x10

Consensus
100%

Conservation
0%

-—--WVXVPP

BAEQNVMTNGR
BTEQNMVTNGR
BsEQNvTNGR
BSEQUETNGR
B

BAssEVNcEc BvvoulsBEE

DPSAFFVNVG DLLQALTNGR

XKSVRHRVLA

NXAKKXRLSX

IYFAGPPLDA

Kl APHEPCHN-

XIAPLP--V-

N
GEGEQSHENKE
TASSPI. B's

---DPRLYRE

= ﬁHHHHﬂH

ool Len e

HHHHHHHHHH HHHHHHHHHH

mﬂmﬂﬂﬂmmﬂ

ﬁﬁmﬂﬂﬂﬂ”ﬂﬂ

FTWSEYKKQX

420

-YDVRLXGXR

HHHHHHHHEQ

I
- - QPEENHRT
- - RPPESESN
--=TIINIIN

KA
H

mﬂﬂﬂﬂﬂﬂmm

SrrMen 00me o o

Ve et et [ P =

341
335
329
327
382

E 370
B 321

329
341
358
338
336
352
331

306

E 301
E 296

301
344
329
293
303
312
325
307

R 308
@ 318

301



